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EFFECTS ON CONTINUED FOLIC ACID for the ZFP57 SNP rs365052
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POSITIVES & NEGATIVES
OF FA ON PREGNANCY

» Folate is key to helping form DNA and RNA. It is also involved in the metabolism of
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l research on @ gestational week until the end of pregnancy. the commencement | increased risks of
. of DNA oxidation by | asthma and autism,
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development significantly higher than the placebo group in word reasoning and cognition. (5) growth of some
cancer cells. (2)
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Case Processing Summary
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